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ELIXIR response to COVID-19: EC Action Plan 



• Federating existing and emerging platforms to 
connect European COVID-19 data spaces.

• Fostering good data management practice to 
make COVID-19 data open, FAIR and reusable 
over the long-term.

• Providing open source tools, workflows and 
computational resources to support reusable 
and reproducible computational analysis of 
COVID-19 data.

ELIXIR response to COVID-19: Strategy based around national actions
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Abstract
ELIXIR, the European research infrastructure for life science data, provides open access to data, tools and work!ows in the
response to the COVID-19 pandemic. ELIXIR’s 23 nodes have reacted swiftly to support researchers in their combined
efforts against the pandemic setting out three joint priorities: 1. Connecting national COVID-19 data platforms to create
federated European COVID-19 Data Spaces; 2. Fostering good data management to make COVID-19 data open, FAIR and
reusable over the long term; 3. Providing open tools, work!ows and computational resources to drive reproducible and
collaborative science. ELIXIR’s strategy is based on the support given by our national nodes - collectively spanning over
200 institutes - to research projects and on partnering with community initiatives to drive development and adoption of good
data practice and community driven standards. ELIXIR Nodes provide support activities locally and internationally, from
provisioning compute capabilities to helping collect viral sequence data from hospitals. Some Nodes have prioritised access
to their national cloud and compute facilities for all COVID-19 research projects, while others have developed tools to
search, access and share all data related to the pandemic in a national healthcare setting.

Introduction

Open data play a major role in the global response to large-
scale outbreaks [1, 2]. For instance, analysis of the 2016
Ebola outbreak points to the importance of open data,
including genomic data to generate learnings about diseases
where effective vaccines are lacking or have not been
developed. The report also points to the role of national
response centres as critical arbiters of data access during
emergencies [3]. Similarly, open data played a major role in
the response to the 2016 Zika outbreak with a commitment
from leading national agencies and science organisations to
share data [4, 5].

In the current coronavirus outbreak, the global commu-
nity is mounting a large-scale public health response to
understand the pathogen, SARS-CoV-2, and combat cor-
onavirus disease 2019 (COVID-19). Vast amounts of new
data are being generated and need to be analysed in

the context of pre-existing data and shared for solution-
centred research approaches to combat the disease and
inform public health policies [6–9].

ELIXIR is the European Life Science Data Infrastructure
that brings together life science resources from national
centres across Europe. These resources include databases,
software tools, training materials, cloud storage and super-
computers. The goal of ELIXIR is to coordinate these
resources to form a single infrastructure—accessible across
Europe and making it easier for scientists around the
globe to "nd and share data, exchange expertise, and agree
on best practices. ELIXIR is a distributed organisation with
Nodes in its 22 member states and at EMBL–EBI.

ELIXIR’s priority for the European COVID-19
response is to drive open and rapid access to data, tools
and work!ows. We will achieve this via the alignment of
national infrastructures, European research institutes (e.g.
EMBL–EBI) and Horizon 2020 projects including the
European Open Science Cloud (EOSC). ELIXIR’s response
builds on established standards and working solutions—the
already existing collaborations between institutes and
national infrastructures. Using these established interfaces
enables an agile response and by strenghtening connections
between national centres the solution does not only address
immediate needs but also supports the development of a
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Distributed RI have established trust and shared work across Europe 
that can be leveraged in outbreak to mobilise national resources

https://elixir-europe.org/services/covid-19

https://elixir-europe.org/services/covid-19


ELIXIR’s response: link national data infrastructures to create connected 
European data spaces
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• Many ELIXIR Nodes are tasked with coordinating national 
COVID-19 data spaces for health, clinical and 
epidemiological data.

• ELIXIR will accelerate implementation of the Federated 
European Genome-phenome Archive (FEGA) to provide the 
necessary infrastructure and coordination between 
European national initiatives

• link to national research programmes – e.g. data 
management, data submissions (e.g. EC COVID-19 Data 
Management guidelines)

• the rapid response to the COVID-19 pandemic provides a 
blueprint for European data access in projects such as 1 
Million European Genomes

ELIXIR response to COVID-19: Accelerating Federated 
EGA

https://ec.europa.eu/research/participants/data/ref/h2020/other/hi/oa-pilot/h2020-guidelines-oa-covid-19_en.pdf
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• ELIXIR Galaxy community fast response -
support with extensive dissemination 
actions

• International COVID-19 BioHackathon
• Front-loaded EOSC-Life 

(workflowhub.eu, galaxy, cloud)
• Many ELIXIR Nodes supported with in-

kind cloud and HPC: IT, DE, FI, FR, CZ, 
EBI

• Bioschemas.org part of Biocuration society’s 
“curate at home” campaign

ELIXIR’s response: support research community with agile response



• Only one of the four papers that 
presented the COVID-19 genome 
provided access to the raw data.
• Without the raw data, the entire analysis 

presented in the three manuscripts is 
completely unverifiable and irreproducible

• Published yesterday work from United 
States, Australia and ELIXIR (DE, BE:
• open COVID-19 data, 
• open methods
• cloud infrastructure open to the world

COVID-19: Open access data and open, reproducible, analytics

https://elixir-europe.org/news/COVID-19-data-open-analysis
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